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breast cancer 2, early onset
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p53 suppresses BRCA2-stimulated ATPase and strand exchange functions of human RAD51 to control | 3Genes |
homologous recombination.

with: Publication p53 suppresses BRCA2-stimulated ATPase and strand exchange functions of human RAD51. source: NCBI
Reversing Platinum Resistance in High-Grade Serous Ovarian Carcinoma: Targeting BRCA and the | 2Genes |
Homologous Recombination System.
Wiedemeyer WR, Beach JA, Karlan BY Front Oncol - Mar 2014
> Abstract «— open abstit inline PubMed =
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Homology-directed repair of DNA nicks via pathways distinct from canonical double-strand break repair. 000
Davis L, MaizelsN Proc Natl Acad Sci USA-Mar2014
> Abstract PubMed »

evidence: automatic ?




Search all recent data and paper abstracts for this gene - e.g. signaling, expression ’ ‘ Search ’

Publication  Adipose-specific knockout of Seipin/Bscl2 results in progressive lipodystrophy. | 5 Genes |
12 Mar LiuL, Jiang Q, WangX, Zhang Y, Lin RC, Lam SM, Shui G, Zhou L, Li P, Wang Y, et al Diabetes - Mar 2014
Vv Abstract PubMed »

™ Gene (5) ™ Species (2)
Berardinelli-Seip congenital lipodystrophy type 2 (BSCL2) is the most severe form of human lipodystrophy, characterized by an

almost complete loss of adipost aused by loss-of-function mutations in the
BSCL2/SEIPIN gene, which is BSCLZ human gene y expressed in the adipose tissue. The
physiological function of SEIPIN i Berardinelli-Seip congenital lipodystrophy 2 (seipin) |ated. Here, we generated adipose-specific
Seipin knock-out mice (ASKO m L L ed lipid droplets, reduced lipolysis, adipose
tissue inflammation, progressive | Activity i last 12 months o resistance and hepatic steatosis. Lipidomic
and microarray analyses reveale¢ Viewreport ceramides in ASKO adipose tissue, as well

as increased endoplasmic reticulum stress. Interestingly, the ASKO mice almost completely phenocopy the fat-specific Ppary
knock-out (FKOy) mice. Rosiglitazone treatment significantly improved a number of metabolic parameters of the ASKO mice,
including insulin sensitivity. Our results therefore demonstrate a critical role of SEIPIN in maintaining lipid homeostasis and
function of adipocytes, and reveal an intimate relationship between SEIPIN and PPARy.
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Establishment and genetic characterization of six unique tumor cell lines as preclinical models for 5 Genes |
sinonasal squamous cell carcinoma.

Garcia-Inclan C, Lopez-Hernandez A, Alonso-Guervos M, Allonca E, et al Sci Rep - May 2014
> Abstract PubMed #»
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High-throughput mutation profiling improves diagnostic stratification of sporadic medullary thyroid | 4 Genes |
carcinomas.

Simbolo M, Mian C, Barollo S, Fassan M, Mafficini A, Neves D, Scardoni M, et al Virchows Arch - May 2014
> Abstract PubMed »

evidence: automatic?

Applicability of next-generation sequencing to decalcified formalin-fixed and paraffin-embedded | 3Genes |
chronic myelomonocytic leukaemia samples.

Bernard V, Gebauer N, Dinh T, Stegemann J, Feller AC, MerzH Int J Clin Exp Pathol - Mar 2014
> Abstract PubMed »
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